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REMARKS 

The changes to the specification resulting from the above amendments are 
shown in attached Appendix A. 

Applicants have amended the specification to identify the sequences in the 
present application by a SEQ. ID. No. In addition, applicants have submitted paper and 
machine readable versions of the sequence listing together with a Statement in Accordance 
with 37 CFR§1. 821(g). 
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Appendix A 

Version of Amended Claims With Markings to Show Changes Made 

In reference to the amendments made herein to the specification, additions 
appear as double underlined text, while deletions appear as bracketed text, as indicated 
below: 

In the Specification: 



At page 72, lines 18: 

G6PDEx6-3L5' CAC GCT ATC CCG TTA GAC ATT GTC AAG CAG GCG ATG TTG TCC CGG TTC 3' 
rSEQ. ID. NO. n 

G6PDEx6-4R5'CAG ATG GGG CCG AAG ATC CTG TTA TTG ATA CAT AGT GCG GTA GTT GGC 3' 
TSEQ. ID. NO. 21 

erbBExl -5L 5 » CAC GCT ATC CCG TTA GAC ATC GCC CTG ATG GGG AGA ATG TGA AAA TTC 3 ' 
rSEQ. ID. NO. 31 

erbBExl -6R 5 'CAG TGG CCA TC A AAG TGT TGA GGG AGC GTA CAT AGT GCG GTA GTT GGC 3 * 
rSEQ. ID. NO. 41 

Int2Ex3-7L 5 ' CAC GCT ATC CCG TTA GAC ATT CAT AAC CCT TGC CGT TCA CAG AC A CGT AC 3 ' 
(SEP. ID. NO. 51 

Int2Ex3-8R 5 'CAC AGT CTC TCG GCG CTG GGC AAT AAT ACA TAG TGC GGT AGT TGG C 3' CSEO. 
ID. NO. 61 

P 53Ex8-9L 5 ' CAC GCT ATC CCG TTA GAC ATC TTA GTA ATT GAG GTG CGT GTT TGT GCC TGT C 
V (SEP. ID. NO. 71 

p53Ex8-10R 5'CTG GGA GAG ACC GGC GCA CAT TAC T AC ATA GTG CGG TAG TTG GC 3' (SEP. ID. 
NO. 81 

SODEx-3-1 1L 5' CAC GCT ATC CCG TTA GAC ATC TGT ACC AGT GCA GGT CCT CAC TTT AAT C 3' 
(SEP. ID. NO. 9-1 

SODEx-3-12R 5'CTC TAT CCA GAA AAC ACG GTG GGC CGC T AC ATA GTG CGG TAG TTG GC 3' 
(SEP. ID. NP. ten 

PCR Primers: 

ZipALglF 5* Fam-GGA G CA CGC TAT CCC GTT AGA C 3* TSEO. TP. NP. Ill (Tm - 71°C) 
ZipBLg2R 5 > CGC TG C CAA CTA CCG CAC TAT G 3 YSEP. ID. NP. 121 (Tm = 72°C) 

(Underlined sequences are common between LDR probes and ZipALglF or the complement of ZipBLg2R.) 
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At page 84, Table 9: 

Table 9 - LDR Oligonucleotide Sequences 

Locus 



Allele- Specific Oligonucleotide 
(5'~>3') 



Common Oligonucleotide 
(5'~>3>) 



10 



11 



F AM- AGCT TCAATGAT GAGAAC C TGC rSEO. 
ID. NO. 13) 

TET-AG CTTCAATGATGAGAACC TGT fSEQ. ID. 
NO, 15) 

FAM-CTCCATGGGCCCAGCC fSEQ. ID. NO. 16) 
TET-CTCCATGGGCCCAGCT rSEO. ID. NO. 18) 
FAM-GGGGAC AGC CATGCACTGA fSEO. ID. 
NO. 19) 

TET-GGGGACAGCCATGCACTGC fSEQ. ID. 
NO. 21) 

FAMT TAGAAATC ATC AAGCC T AGGTCAT 
rSEO. ID. NO. 22) 

TET-TTAGAAATCATCAAGCCTAGGTCAG 
(SEP. ID. NO. 24) 

HEX-GGT T GTATTTGTC ACC AT AT T AAT T A 
fSEQ. ID. NO. 25) 

HEX- ATGGTTGTATTTGTCAC C AT AT TAATTG 
rSEO. ID. NO. 27) 

FAM-GGGCCAAGAAGGTATCTACCA (SEP. ID. 
NO. 28) 

TET-GGGCCAAGAAGGTATCTACCG fSEO. ID. 
NO. 30) 

FAM-ACACAGCAGCTTACTCCAGAGG rSEO. 
ID. NQ.3n 

TET-ACACAGCAGCTTACTCCAGAGA (SEQ. 
ID. NO. 33) 

FAM-CCAGCAAAGAGAAAAGAAGGG (SEP. 
ID. NO. 34) 

TET-CCAGC AAAGAGAAAAGAAGGA rSEO. ID- 
NO. 36) 

FAM- ATGAT AT T AG AGCTCAC T C ATGT CC A 
rSEO. ID. NO. 37) 

TET-ATGAT ATT AGAGC TC AC TC ATGTCCG 
rSEO. ID. NO. 39) 

HEX-TGCTGTCTTCCAGGAATCTGTT fSEQ. ID. 



HEX-ATTGCTGTCTTCCAGGAATCTGTG fSEQ. 
ID. NO. 42) 

HEX-GGACATAGTGACCGTGCAGGTC fSEQ. 
ID. NO. 43) 



P-GC AT AGTGGTGGC TGAC C TGT T CAT AT fSEQ. ID. 
NO. 14) 



P-AGC AC TGGTGC CCTGT GAG fSEQ. ID. NO. 17) 



P-GCCTCTGGTAGCCTTTCAACCATA fSEQ. ID. NO. 
2-0) 



P-CACCTTTTAGCTTCCTGAGCAATGAT (SEQ. ID. 
NO. 23) 



P-ATTTTTCTCTATTGTTTTCATCTTTCAGGA (SEP. 
ID. NO. 26) 



P- AT AGTGTC TAT T AGGC ATTTGAAAAT GT GTAT 
rSEO. ID. NO. 29) 



P-TCAAGTCCAAGGCCATTGGCT TATA ( 
32) 



P-CCC C AGAAATC AC AGGTGGGC T AT ( 

m 



P-TC AGTT TGGAAAAAGAC AAAGAAT TC TTT (SEQ. 
ID. NO. 38) 



P-CAACTCTCTCGAAGCCATGTTCACAA rSEO. ID- 
NO. 41) 



P-CTTCCCCAGTGTGAGTGCCGTA { 
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HEX- AT GGAC AT AGTG ACCGTGC AGGT T 
rSEQ. TP. NO. 45^ 

12 HEX-CTATGACACCGTCATCAGCAGG fSEQ. P-GACATCCAGGCCCCCGAC CSEO. ID. NO. 47^ 

ID. NO. 46^ 

HEX-TACT ATGACACCGTCATCAGCAGA fSEQ. 
ID. NO. 48^ 



The allele -specific oligonucleotides are 5* end labeled with either FAM, TET, or HEX All the common oligonucleotides are 
phosphorylated at the 5' end. Underline denotes tails that are not complementary to the target sequence. LDR primer sets were designed in 
two ways: (i) allele- specific primers were of the same length but contained either FAM or TET label; or (ii) the allele -specific primers were 
both labeled with HEX but differed in length by two bases. 

At page 88-89, Table 11: 

TABLE 11 - Primary PCR Primer Sequences 

Number Primer 
or (5 , ~>3 > ) 
Name 

"l F GGAGCACGCTATCCCGTTAGAC AGCCAAGGGGAACCCTGAGAG (SEP. ID. N Ojlg) 

R CGCTGCCAACTACCGCACTATG ATCGTGGTCGAGGTGGTCACCATC fSEO. ID. NO. 

2 F CCTCGTTGCGAGGCGTATTCTG TATTTCCTCTTCTGTAAAAGGGAAGTTTGT fSEO. 
ID. NO. sn 

R GCGACCTGACTTGCCGAAGAAC ATGTCCCATCTCCTCTACCTGATAC (SEP. ID. NO. 

m 

3 F GGAGCACGCTATCCCGTTAGAC TAAAGATCTGTCTTGCGTCCCAGTCA (SEP. ID. 
NO. 53^ 

R CGCTGCCAACTACCGCACTATG TATCAATTTTGCAGAGCTTAGATGGAATG (SEP. 
ID. NO. 54^ 

4 F CCTCGTTGCGAGGCGTATTCTG TAGCACTTGTGATCATGGTTTTAGAAATC (SEQ. ID. 

R GCGACCTGACTTGCCGAAGAAC TATCGTATTTGATGATCCTCATAAAGTTG (SEP. 
ID- NO. 56^ 

5 F GGAGCACGCTATCCCGTTAGAC ATCAGCCACTTGGAAGGAGCAAAC fSEO. ID. NO. 

m 

R CGCTGCCAACTACCGCACTATG ATGGACCATGGCTGAGTCTCCTTTAG (SEP. ID. 

6 F CCTCGTTGCGAGGCGTATTCTGAACCAACACGGAGAAGCATTGTTTTC YSEP. ID. NO. 

m 

R GCGACCTGACTTGCCGAAGAAC TATTAGCCTCAATCCTCATACTGACCTCTAC (SEP. 
ID. NP. 6ffl 
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10 



F GGAGCACGCTATCCCGTTAGAC ATCTCCTAACATCTATGTACTGGATTATCTAAATG 
(SEP. ID. NO. 61) 

R CGCTGCCAACTACCGCACTATG ATCTTACTCAAGTAATCACTCACCAGTGTTG (SEO. 
ID. NO. 62) 

F CCTCGTTGCGAGGCGTATTCTG AATGAGTCAAATTGGCCTGGACTTG rSEO. ID. NO. 

m 

R GCGACCTGACTTGCCGAAGAAC TTAATTCCCGTGAGAAGGGAGATG fSEO. ID. NO. 
64) 

F CCTCGTTGCGAGGCGTATTCTGAAGGATCTGGATGAAGCCATTTCTAAAC fSEQ. ID. 
NO. 65) 

R GCGACCTGACTTGCCGAAGAAC TTGGAAAAGGTATTATAAGCAGAGAAAAGATG 
(SEP. ID. NO. 66) 

F GGAGCACGCTATCCCGTTAGAC AGGACCGCAAAAGGCTTTCATC (SEO. ID. NO. 67) 
R CGCTGCCAACTACCGCACTATG TAGCACCCAGGCTGTACCCAATTAG (SEP. ID. NO. 



11 



12 



ZipALgl 
ZipBLg2 
ZipCLg3 
ZipDLg4 



F CCTCGTTGCGAGGCGTATTCTG ATCGGGCGCTGGGCTTCAC (SEP. ID. NO. 69) 

R GCGACCTGACTTGCCGAAGAAC ATCAGATGCCGCACTCCAAGAAG (SEQ. ID. NO. 

F GGAGCACGCTATCCCGTTAGAC ATAAGAGCCCACGGCGTCTCTTC (SEP. ID. NO. 71) 

R CGCTGCCAACTACCGCACTATG TAAGAGACAGTGCCCAGGACAGAGTC (SEP. ID. 
NP. 72) 

F GGAGCACGCTATCCCGTTAGAC (SEP. ID. NO. 73) 
R CGCTGCCAACTACCGCACAT G (SEP. ID. NO. 74) 
F CCTCGT GCGAGGCGTATTCT G (SEP. ID. NP. 75) 
R GCGACCTGACTTGCCGAAGAAC (SEP. ID. NO. 76) 



Solid underline denotes the ZipALgl and ZipBLg2 sequences. Dotted underline denotes the ZipCLgl and ZipDLg2 sequences. Linker 
sequences are indicated in bold. F= forward, R=re verse 
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Table 9 - LDR Oligonucleotide Sequences 



Locus Allele-Specific Oligonucleotide 
(5'->3*) 



Common Oligonucleotide 



10 



11 



12 



FAM-AGCTTCAATGATGAGAACCTGC 
TET-AGCTTCAATGATGAGAACCTGT 
FAM-CTCCATGGGCCCAGCC 
TET-CTCC ATGGGC CC AGCT 
FAM-GGGGACAGCCATGCACTGA 
TET-GGGGACAGCCATGCACTGC 
FAMTTAGAAATCATCAAGCCTAGGTCXT 
TET-TTAGAAATCATCAAGCCTAGGTCAG 
HEX-GGTTGTATTTGTCACCATATT?AATTA 
HEX-ATGGTTGTATTTGTCACCA^TATTAATTG 
FAM-GGGCCAAGAAGGTATCTACCA 
TET-GGGCCAAGAAGGTATGTACCG 

fam-acacagcagcttactccagagg 
tet-acacagcagcttajctccagaga 
fam-ccagcaaagagaaaagaaggg 
tet-ccagcaaaga<saaaagaagga 
fam-atgatatta(gagctcactcatgtcca 
tet-atgatatt/gagctcactcatgtccg 
hex-tgctgtqrtccaggaatctgtt 
hex-attgctgtcttccaggaatctgtg 
hex-ggacatagtgaccgtgcaggtc 
hex-atg6acatagtgaccgtgcaggtt 
hex-ctatgacaccgtcatcagcagg 
hex-tactatgacaccgtcatcagcaga 



P-GCATAGTGGTGGCTGACCTGTTCATAT 



r -AGCACTGGTGCCCTGTGAG 



P-GCCTCTGGTAGCCTTTCAACCATA 



P-CACCTTTTAGCTTCCTGAGCAATGAT 



P-ATTTTTCTCTATTGTTTTCATCTTTCAGGA 



P-ATAGTGTCTATTAGGCATTTGAAAATGTGTAT 



P-TCAAGTCCAAGGCCATTGGC TTATA 



P-CCCCAGAAATCACAGGTGGGC TAT 



P-TCAGTTTGGAAAAAGACAAAGAATTCTTT 



P-CAACTCTCTCGAAGCCATGTTCACAA 



P-CTTCCCCAGTGTGAGTGCCGTA 



P-GACATCCAGGCCCCCGAC 



The allele-specificf oligonucleotides are 5' end labeled with either FAM, TET, or HEX. All the common oligonucleotides 
are phosphorylatfcd at the 5* end. Underline denotes tails that are not complementary to the target sequence. LDR primer 
sets were designed in two ways: (i) allele-specific primers were of the same length but contained either FAM or TET label; 
or (ii) the allel/-specific primers were both labeled with HEX but differed in length by two bases. 



